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Associations of sleep apnea, NRGI1 polymorphisms, alcohol consumption, and
1 cerebral white matter hyperintensities: analysis with genome-wide association
data.
Sex-specific  differences in the association of a common aldehyde
2 dehydrogenase 2 gene polymorphism and alcohol consumption with stroke risk
in a Korean population: a prospective cohort study.
Identification of FAMI13A gene associated with the ratio of FEV1 to FVC in
3 Korean population by genome-wide association studies including gene-
environment interactions
4 Genetic-risk assessment of GWAS-derived susceptibility loci for type 2 diabetes
in a 10 year follow-up of a population-based cohort study
5 Neuropeptide Y gene-by-psychosocial stress interaction effect is associated
with obesity in a Korean population
5 Interaction of iron status with single nucleotide polymorphisms on incidence of
type 2 diabetes




